This study aimed at determining prevalence and resistance profile of Gram-negative bacilli isolated from nasopharynx of children attending day-care centers in Goiânia (Brazil). P. aeruginosa (100.0%), E. coli (50.0%), K. pneumoniae (35.3%), and E. aerogenes (16.7%) were the most frequent multi-drug resistant microorganisms isolated. No production of ESBL was detected.
are susceptible to being GNB carriers and play a fundamental role in the epidemiology of respiratory infections.
The nasopharyngeal flora is established during the first year of life and comprises a broad variety of microorganisms, including commensal bacteria and potential pathogens that may cause infections (3, 5, 7) . Nasopharyngeal carriage with GNB is frequent in warm-climate countries and associated with community-acquired pneumonia in children (13, 14) .
Epidemiologic studies demonstrate that many risk factors influence nasopharyngeal colonization by GNB, such as age, gender, season, acute respiratory illness, exposure to other children, socio-economic status, family size, warm climate and antibiotic therapy (5, 6, 9, 10, 14) .
In a study developed with Angolan, Brazilian and Dutch children, the authors compared the nasopharyngeal flora prevalence in industrialized and warm-climate developing countries (12) . A higher carriage rate of GNB was found in healthy children from Angola and Brazil than in children from the Netherlands, suggesting that GNB isolated from nasopharyngeal cultures might be associated with high family size and community-acquired pneumonia in warm-climate developing countries (12) . In Brazil, few studies have been conducted to evaluate the nasopharyngeal colonization of children aged less than 5 years.
This study aimed to determine the prevalence and resistance pattern of GNB isolated from nasopharynx of children less than 5 years old attending day-care centers in the municipality of Goiânia, located in the Midwestern Region of Brazil. Although the authors isolated the same microorganisms herein detected, the overall prevalence of GNB was lower than the results observed in this study. We isolated only 9 Pseudomonas spp. (8.7%), but Wolf et al. (14) found a higher prevalence of nonfermentative species (29.7%); nevertheless, the prevalence of Pseudomonas spp. (7.0%) was similar in both experiments.
During our study, 41 out of 106 GNB carriers (38.7%) received antibiotics for a period ranging from 7 to 90 days.
However, no significant difference was observed in the nasopharyngeal GNB carriage distribution between the group of children that used antibiotics and the group that did not receive this treatment. The frequency of GNB isolated in the day-care centers participating in the present study ranged from 0 to 7.5%.
The susceptibility of GNB to 17 antibiotics was determined and we detected that were resistant only to ampicillin (57.3%), amoxicillin-clavulanic acid (24.0%), trimethoprim-sulfametoxazole (26.7%), and tetracycline (12.0%), as presented in Table 1 . Our results are in accordance with those found by Wolf et al. (14) , who reported Klebsiella spp. and Enterobacter spp. resistant only to trimethoprimsulfametoxazol (24.0% and 22.0%, respectively). Nonetheless, the authors also observed that Escherichia spp. presented high resistance to ampicillin (61.0%) and trimethoprimsulfametoxazol (64.0%). In our study, although the extendedspectrum beta-lactamase production was not detected in GNB isolates, we observed GNB resistant to two or three antibiotic classes: P. aeruginosa (100.0%), E. coli (50.0%), K. pneumoniae (35.3%), and E. aerogenes (16.7%) were the most frequent multi-drug resistant microorganisms.
According to the results herein obtained, we conclude that nasopharyngeal colonization with GNB is common in young children attending day-care centers in Goiânia. These children might be GNB carriers, which could explain why such 
